CV 
a. Name:    Chandra Shekhar Verma
b. Title:       Dr
c. Office Mailing Address

Bioinformatics Institute, 30 Biopolis Street, #07-01 Matrix, Singapore 138671

d. NRIC: 
e. Email:   chandra@bii.a-star.edu.sg
f. Contact No:      +65 64788273
g. Current Position  

Dep Dir (Res)/Head of Department, Biomolecular Structure to Mechanism, Bioinformatics Institute (A*STAR), Singapore; Adj Prof, Department of Biological Sciences, National University of Singapore, Singapore; Adj Prof, School of Biological Sciences, Nanyang Technological University, Singapore

h. Employment History:

Dep Dir (Res) 2022-; (Senior) Principal Investigator - Bioinformatics Institute, A*STAR; 2003 – now. 
Research Fellow/Senior Research Fellow, Dept of Chemistry, Univ of York, UK 1990-2003.
i. Academic qualifications 

1985-1990   D. Phil, Chemistry, University of York, UK 

1979-1984   MSc Integr, Chemistry, Indian Institute of Technology, Kanpur, India 

j. Editorial Board: Current Opin Struct Biol, Current Res Struct Biol, Structure
k. Research Interests

Application of physics-based models to understand structure-function relationships in biomolecules; design of proteins, enzymes, peptides, small molecules.
l. Selected publications:

Reid et al How well does molecular simulation reproduce environment-specific conformations of intrinsically disordered peptides PLP., TP2 and ONEG. Chemical Science 13:1957 (2022); 

Chia et al Src activates retrograde membrane traffic through phosphorylation of GBF1 eLife 10:368678 (2021)

Yoon et al A chemical biology approach reveals a dependency of glioblastoma on biotin distribution Sci Adv 7:eabf6033 (2021)
Lo et al Decreased GLUT2 and glucose uptake contribute to insulin secretion defects in MODY3/HNF1A hiPSC-derived mutant b cells Nat Commun 12:1 (2021)

Cocco et al TRK xDFG mutations trigger a sensitivity switch from type I to II kinase inhibitors Cancer Disc 11:126 (2021)

Kong et al A common Met polymorphism harnesses HER2 signalling to drive aggressive squamous cell carcinoma. Nat Commun 11, 1556 (2020)

Kong et al. Targeting codon 158 p53-mutant cancers via the induction of p53 acetylation. Nat Commun 11, 2086 (2020).
Arruabarrena-Aristorena et al FOXA1 mutations reveal distinct chromatin profiles and influence therapeutic response in breast cancer Cancer Cell 38, 534 (2020)
Pradhan et al Simulations of mutant p53 DNA binding domains reveal a novel druggable pocket Nucl Ac Res 47, 1637 (2019)
Kannan et al. Exploring Gatekeeper Mutations in EGFR through Computer Simulations. J. Chem. Inf. Model. 59 2850 (2019)
Patents: Multiple for oncology, ophthalmology and antimicrobials
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