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hypothalamic, hippocampal and striatal expression of
genes at the interface of food intake, food reward and
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For the in silico analysis, we applied our in-house pipeline adapting a GBM approach [7]. GBMs are metabolic pathways associated with gut-brain communication (Valles-Colomer et al., 2019). Each of these GBMs correspond to a
process of synthesis or degradation of a neuroactive compound by members of the gut microbiota. This characterisation enables to predict the potential of a microbial strain to interact with the host through the microbiota-gut-brain axis.
Each GBM is delimited by its input and output compounds and encompasses all enzymes (orthologue groups) to perform the reaction steps of all alternate pathways.

axis (GBMs) [7], with a focus on metabolism and stress.
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