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Background Methodology
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force sensor and a kinase. It undergoes !
post-translational modifications that are || * Use of tape head to apply forces upto 45 pN
essential for cell division, growth, and * Resolution: ~1 ms, ~ 1 nm and <0.1 pN
signal transduction.
Molecular Dynamics (MD) Simulations
Focal Adhesion Targeting (FAT) domain
localizes FAK to focal adhesions through « Conventional MD simulations
its interaction with paxillin (LD2, LD4) and « SMD force-extension simulations
regulates cell adhesion, migration, and

survival via Src-mediated phosphorylation
of Y925. AlphaFold 3
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