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This PowerPoint Poster template produces an A0 size poster. It is 

initially designed as a two column poster (although this can be 

altered – see Modifying instructions below) and includes the 

University Logo, Faculty Name and Faculty web address.

The template should help design a well laid out scientific poster and 

will hopefully help to save you time by not having to start from 

scratch.

The template has all the elements you need to create your poster, 

and by simply dragging and dropping the individual poster elements 

you can quickly and simply get a well laid out poster.

Modifying the Poster Layout

This PowerPoint template has three different column layouts. To 

change to one of the different layouts, Right-click your mouse on the 

background (not on the columns or Title Bar) and click on “Layout” to 

see the different layout options. 

The columns in the provided layouts are fixed and cannot be moved but advanced users can modify 

any layout by going to VIEW and then SLIDE MASTER.

Using the placeholders

To add text to this template click inside a placeholder and type in or 

paste your text. To move a placeholder, click on it once (to select it), 

place your cursor on its frame and your cursor will change to the 

symbol of your ‘mouse pointer on a cross’. 

You can then, click once and drag it to its new location where you 

can resize it as needed. 

Additional placeholders for Titles, Text and Images can be found on 

the right hand instruction column of this template.

Viewing your poster

This Template has been designed at A0 size. If you view the 

template at 100% (to zoom in and out go to the VIEW menu and 

click on ZOOM to set your preferred magnification), it will give you 

an idea as to how the text and graphics will look when printed at A0 

size. 

Removing Template Elements

To remove any of the Sub-Title Bars and text boxes that are already 

on the template and that you don’t need, just select the with the 

mouse and press the delete key.
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Importing Text and Graphics from External 

Sources

Text: Paste or type your text into a pre-existing placeholder or drag 

in a new placeholder from the left side of the template. Move it 

anywhere as needed.

Photos/Images: Drag in a picture placeholder, size it first, click in it 

and insert a photo from the menu.

Tables: You can copy and paste a table from an external document 

onto this poster template. To adjust  the way the text fits within the 

cells of a table that has been pasted, right-click on the table, click 

FORMAT SHAPE  then click on TEXT BOX and change the 

INTERNAL MARGIN values to 0.25

Graphs: You should save graphs as image files such as jpeg, in the 

programme that you created them in e.g. excel, and then insert them 

into the poster using the Photo/Images instruction above. 
(Don’t copy and paste you graph from the programme e.g. Excel directly into the template as the graph 

may not print properly)

Poster Elements

Use the sections provided below to add new elements to your 

poster: Drag a placeholder onto the poster area, size it, and click in it 

to edit.

Sub-Heading placeholder

Move this sub-heading placeholder onto the poster to add another 

sub-heading. Use section headers to separate the sections and 

topics on your poster. 

Text placeholder

Move this preformatted text placeholder to the poster to add a new 

body of text.

Picture placeholder

Move this graphic placeholder onto your poster, size it first, and then 

click it to add a picture to the poster.
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• Phosphatidylserine decarboxylase (PSD) is a membrane-associated enzyme 1,2

• PSD catalyses the biosynthesis of phosphatidylethanolamine (PE) from phosphatidylserine 

(PS) 1,2

• Exists as a homodimer, with each protomer comprising one  α-chain and one β-chain 1,2

• Shares an operon with mechanosensitive ion channel MscM 3

• PELDOR/DEER spectroscopy 4 and atomistic MD simulations were used to characterise the 

conformational ensemble of the lipid-bound enzyme and identify EPR-consistent minimal 

conformational states under different conditions 

• Single-channel electrophysiology was employed to assess how PSD modulates 

mechanosensitive ion channel activity, linking lipid biosynthesis enzymes to ion channel 

regulation
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a, Cartoon representation of alphafold3 generated initial models of full-length PSD dimer with unresolved disordered c-

terminus loop (grey). b, PSD dimer, with spheres representing α-carbons of residues spin labelled. c, PELDOR time 

traces of the apo-, and substrate-bound states. c, Global linear fitting of experimental PELDOR traces corresponding to 

apo with simulated traces using ChiLife. d,  PELDOR distance distributions of the apo-, and substrate-bound states.
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a. Schematic 

representation of 

pressure activation 

and PSD effect 

modulating ion 

channel activity

b. MscS channels 

were activated by 

applying 

external negative pre

ssure followed by the 

addition of PSD. 

Initial short-

lived channel openin

gs were observed, 

followed by long-lived 

openings suggesting 

that PSD can 

modulate MS 

channel activation  

threshold

• Pulse dipolar spectroscopy distinguishes apo- and substrate-bound states of PSD

By combining PELDOR spectroscopy, MD simulations, and structural modeling, we propose 

conformational ensembles for both apo and substrate-bound PSD states. These models 

provide insights into the dynamic structural transitions that are not captured in available crystal 

structures.

• The C-terminal region of the PSD α-chain is highly dynamic and may play a functional 

role

The C-terminal loop, unresolved in previous X-ray structures, was modeled using AlphaFold3 

under different conditions. PELDOR and MD analyses indicate substantial flexibility in this 

region, with preliminary PELDOR data supporting a highly dynamic conformational behavior.

• PSD function is linked to mechanosensitive (MS) channel activity

Given that PSD shares an operon with an E. coli MS channel, we investigated a potential 

functional relationship between the two proteins. Electrophysiological measurements suggest 

that PSD modulates MS channel activity, and ongoing experiments aim to further validate this 

connection. 
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a, Cartoon representation of the PSD dimer, with spheres representing α-carbons of residues spin labelled. b, PELDOR 

distance distributions of the apo-, and substrate-bound states. c, Global linear fitting of experimental PELDOR traces 

corresponding to apo with simulated traces using ChiLife. d, Experimental PELDOR traces corresponding to substrate-

bound condition, with simulated traces using ChiLife.  e, Cartoon representation of the 

complete apo PSD conformational ensemble informed by PELDOR.  h, Cartoon representation of the substrate-

bound PSD conformational ensemble informed by PELDOR. i, Surface representation of the PSD dimer, in blue and 

magenta, with a substrate molecule in ball-and-stick representation and inset indicating substrate binding pocket.

C-terminus loop dynamics

PSD modulates the activity of mechanosensitive ion channels
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a. Autoproteolysis, b. A structure of active PSD α2β2 heterotetramer, c. Scheme of PS decarboxylation, d. Promoter 

region of psd-mscM operon, e. Enzyme kinetics, f. A model of PSD-membrane association and kinetics.
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Pulse dipolar EPR spectroscopy distinguishes apo- and substrate-bound PSD
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