CXCL13 and IFN-γ as predictors of immune response to hepatitis B vaccine
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Introduction. Immune response variability commonly occurs following hepatitis B vaccination, which is a significant clinical concern, as proportion of individuals develop suboptimal antibody titres.
Aims. To evaluated the roles CXCL13, interferon-gamma (IFN-γ), and CXCL13 gene expression, in determining vaccine responsiveness
Methods. The study was conducted among fully vaccinated adults, classified into low responders (HBsAb: 10-100 IU/L; n=10) and good responders (HBsAb: >100 IU/L; n=32). Plasma CXCL13, antigen-stimulated IFN-γ production and CXCL13 gene expression in isolated PBMCs were determined. The groups were compared using the Mann–Whitney U test. Also, correlation analysis and Logistic regression models were constructed to assess predictors of responder status.
Results. No statistically significant differences were observed between low and good responders in plasma CXCL13 levels, IFN-γ production, CXCL13 gene expression, or PBMC counts. Also, a weak and non-significant associations between immunological markers and antibody titres were observed. The logistic regression analysis indicated that these variables did not independently predict vaccine responsiveness after adjustment for relevant covariates.
Discussion. CXCL13, IFN-γ, and CXCL13 gene expression do not independently elucidate the variability in hepatitis B vaccine response in this population. These findings therefore demonstrate that humoral immunity is likely regulated by complex, integrated immune mechanisms beyond isolated systemic markers.
