Determination of optimal vancomycin trough level for predicting VRE occurrence 
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All pairwise comparisons: p > 0.05 (no significant difference)

1.01 ] g
s
7’
7
s
s
’
’
s
7’
7
0.8+ s
’
’
’
’
7’
7
s
s
’
7
s
06 T /7
7
2 .
e~ s
= ,
= ’
7)) s
c 7/
) s
(73] s
s
i 7’
0.4 P
s
s
s
7’
y
L4
7
/ v
0.2 s
’
s
L7 — Demographics (AUC=0.68)
s
7 === Demographics + Length of Stay (AUC=0.71)
=== Demographics + Length of Stay + VCM duration (AUC=0.69)
P === Demographics + Length of Stay + Trough level (AUC=0.74)
0.09 /
0.0 0.2 04 0.6 0.8 1.0

1 - Specificity




Sooyoun Lee1, Kyung-Sang Yu, MD, PhD1, Ki Young Huh, MD, PhD1. Dept of Clin Pharmacol and Ther, Seoul Nat Univ Coll of Med and Hosp1, Seoul, Rep. of Korea 
Introduction. Vancomycin is essential for treating serious Gram-positive infections, but prolonged exposure may promote vancomycin-resistant enterococci (VRE) colonisation. However, clinically relevant exposure thresholds associated with VRE risk remain unclear. 
Aims. To evaluate the association between vancomycin trough level and VRE occurrence and to identify an optimal trough cut-off for risk stratification. 

Methods. This retrospective cohort study included patients receiving vancomycin with therapeutic drug monitoring (TDM) and VRE surveillance screening at Seoul National University Hospital (January 2023–December 2025). Four logistic regression models were developed: Model 1 (demographics only), Model 2 (Model 1 + length of stay), Model 3 (Model 2 + vancomycin taken duration), Model 4 (Model 2 + vancomycin trough level). Model performance was compared using time-dependent receiver operating characteristics (ROC) analysis at 6 months. Patients were classified into exposure groups based on the majority of their trough measurement across candidate cut-offs. 
Results. Among 223 patients, 26 (11.7%) developed VRE during follow-up. Model 4 showed the highest predictive performance (AUC=0.744), followed by Model 2 (AUC=0.713), Model 3 (AUC=0.688), and Model 1 (AUC=0.675). However, pairwise comparisons revealed no statistically significant differences between models (all p>0.05). The addition of vancomycin-related parameters did not significantly improve predictive performance compared to the baseline demographic model. 
Discussion. Baseline patient factors were comparable predictors of VRE colonization compared to vancomycin-related parameters. This suggest that therapeutic strategies aimed at optimizing underlying patient conditions may be more effective for VRE prevention than focusing solely on vancomycin exposure.
