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Introduction. Genetic variation in drug-metabolizing enzymes and transporters contributes to interindividual variability in drug response, yet pharmacogenetic data from Malaysian populations remain under-represented in global databases. 
Aims. This study aimed to characterise and compare genotype and allele frequencies of selected pharmacogenetically relevant single nucleotide polymorphisms (SNPs) among healthy Malaysian Malays and Chinese. 
Methods. Genomic DNA was obtained from archived whole blood samples and archived DNA from previous studies, and genotyping was performed using an in-house developed nested allele-specific polymerase chain reaction (PCR) method. 
Results. Eight pharmacogenetically relevant SNPs (rs8192675, rs12943590, rs2289669, rs3889348, rs11212617, rs3088442, rs628031, and rs316019) were successfully genotyped, revealing distinct interethnic differences in allele frequencies between Malays and Chinese, including a higher prevalence of the rs11212617 C allele among Chinese (72.5%) compared with Malays (56.1%), with several variants exhibiting high minor allele frequencies in both populations. 
Discussion. These findings demonstrate population-specific pharmacogenetic variability in Malaysia and provide essential baseline data to support future clinical pharmacology studies and the implementation of pharmacogenomics within Malaysia’s Precision Medicine Agenda.
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