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Spatial multiomics technologies allow for the profiling of RNA, proteins, and metabolites within tissue sections, while preserving their spatial context. In this talk, I will present our approach to identifying potential drug targets using spatial transcriptomics, focusing on ligand-receptor interaction analysis and integration with knowledge graphs.

I will showcase examples where combined spatial transcriptomics and proteomics analyses provide insights into treatment outcomes following chemotherapy and immunotherapy. Finally, I will introduce our integrated spatial metabolomics and transcriptomics methodology, which enables mapping of drug distribution alongside the corresponding transcriptional responses.
