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[image: image1.emf]Introduction. The increasing number of genotyping, whole genome sequencing and whole exome sequencing data on African populations is showing pharmacogenetic variations in CYP2B6, 2C9, 2D6, and 3A5 that are unique to these populations or show significant frequency differences. The few clinical studies that have been done on the pharmacogenetics of drugs such as efavirenz, tamoxifen, tacrolimus, desipramine, dextromethorphan, dolutegravir, and imatinib show clinically significant interindividual variations and interpopulation variability when compared with studies in people of European ancestry. 
Aims. To evaluate the feasibility of integrating PGx in the African clinical settings through conducting a set of studies on clinically actionable drug-gene interactions in four countries, South Africa, Zimbabwe, Kenya and Nigeria. 
Methods. Prospective PGx implementation studies in the use of opioids in pain management in Sickle Cell Disease patients (Nigeria), tacrolimus in kidney transplant patients (Kenya), anti-TB drug induced liver injury (SA), and the safety and efficacy of cancer drugs (Zimbabwe). The drug choice and dose adjustments being based on patient genotype. 
Results. With a target of 6 000 patients, the study has recruited 1300 patients so far. For example, in 503 SCD patients, 36% had CYP2D6 genotypes predictive of a need to modify the use of tramadol and codeine in pain management. 
Discussion. The study is demonstrating the feasibility of pharmacogenetics guided precision medicine in the African setting by use of centralised genetic testing and influencing drug regulators to come up with a policy framework for integrating genomics in the use of medicines in Africa. 
