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Despite having greater genetic variation relative to other populations worldwide, African populations have historically been neglected from the perspective of inclusion of African data in the discovery and development of new medicines. Coupled with the generally low volume of clinical trials in Africa and absence of African-centric preclinical discovery tools and models, this has contributed to the suboptimal efficacy and safety of some medicines used in African populations.  On the other hand, Mycobacterium tuberculosis, the causative agent of tuberculosis (TB), possesses the inherent ability to modulate the activity of drugs through various mechanisms, such as deactivation or activation of drugs, ultimately influencing the effectiveness of treatment. 

This lecture will describe model-informed approaches to address pharmacokinetics variability in African populations due to genetic differences in the expression and activity of drug metabolizing enzymes and potential impact of Mycobacterium tuberculosis-mediated drug metabolism.
